We have found that the carboxyl terminus of Wingless/Wnt-1 shares significant sequence homology with a lipid-binding domain found in class I and class II secreted phospholipase A2 (sPLA2) Figure 1 shows the conservation between the two protein families, as assessed using the 'strong homology' class of the Gonnet-PAM250 mutation data matrix [14] . The snake (Agkistrodon piscivorus piscivorus) class II sPLA2 (App-K49) and Wingless are 37% identical and 44% conserved in this 50 amino acid region, while the bovine pancreatic class I sPLA2 and Wingless are 28% identical and 35% conserved. This level of homology extends to other Wnt-1 proteins (Figure 1) and is similar among all members of the Wnt family.
Within the 50 amino acid region, important structural features have been conserved between the two families. All catalytically active PLA2s contain two 'signature' consensus sequences [15] that include active-site residues. One of these signature sequences, CCXXHXXC (in the single-letter amino acid code, where X is any amino acid), is present within the 50 amino acid region (Figure 1 , 
Introns
What's in a name?
